Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.004 Å; R factor = 0.052; wR factor = 0.164; data-to-parameter ratio = 24.4.
In the title compound, C 16 H 13 NO 3 S, the plane of the aminobenzene ring makes a dihedral angle of 61.04 (6) with the naphthalene ring system. Both ring systems form weak intramolecular C-HÁ Á ÁO hydrogen bonds with the sulfonate group. In the crystal structure, weak intermolecular N-HÁ Á ÁO hydrogen bonds and a C-HÁ Á Á interaction are observed.
Related literature
For biological activity, see: Yachi et al. (1989) . For the structures of closely related compounds, see: Manivannan et al. (2005a,b) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2004 ); cell refinement: APEX2; data reduction: APEX2; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2003) ; software used to prepare material for publication: SHELXL97.
The molecular structure is stabilized by weak intramolecular C-H···O interactions and the crystal packing is stabilized by weak intermolecular N-H···O interactions and a C-H···π interaction (Table 1) , involving the ring C11-C16 (centroid
Cg).
Experimental 1-Napthalene sulfonyl chloride (5 mmol) dissolved in acetone (4 ml) was added dropwise to p-amino phenol (5 mmol) in aqueous NaOH (4 ml, 5%) with constant shaking. The precipitated compound (3.5 mmol, yield 70%) was recrystlized from ethanol.
Refinement
H atoms were positioned geometrically (C-H = 0.93 and N-H = 0.86 Å) and refined using riding model, with U iso (H) = 1.2U eq (C, N). The anisotropic displacement parameters of O1, S1 and C1 atoms were refined with a rigid bond restraint (DELU) in the final cycles of refinement.
Figures Fig. 1 . The molecular structure of (I), with atom labels and 50% probability displacement ellipsoids for non-H atoms. Intramolecular H-bonds are shown as dotted lines. 
